based anion chromatography. The purified Re and Os were loaded to Ni and Pt filaments and analyzed using negative ion thermal ionization mass spectrometry (NTIMS, (Creaser et al., 1991; Völkening et al., 1991) ) on a ThermoElectron (TRITON) mass spectrometer. Re was measured using Faraday collectors and Os in peak hopping mode using a secondary electron multiplier (SEM).
Total procedural blanks for Re and Os are <3 and <1 pg, respectively, with an average 187 Os/ 188 Os ratio of ~0.25, and all the data were blank corrected (n=3). All uncertainties include the propagated uncertainty in the standard, spike calibrations, mass spectrometry measurements, and blanks. In-house Re (Restd) Cumming et al., 2014; Finlay et al., 2011 Finlay et al., , 2012 Lillis and Selby, 2013; Rooney, 2011) . The Re-Os data of this study are regressed using the 
